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Pride Wizard is an easy-to-use tool for converting non-quantitative proteomics datasets into quality-checked and wellannotated PRIDE XML files. Pride Wizard can be used with 2D-LC-MS/MS data as well as for Mascot identifications or
with other search engines. It allows you to save the data into a local database (MySQL or SQLite) or export the data
into multiple formats (Excel, Txt, etc.), and supports programs like MS Access, MS Excel, etc. Pride Wizard User
Guide: Mysql insert user and subselect where not in a table OK, I have the MYSQL details below. Can anyone tell me
the best way to write this query? UserID (primary key) | SubscriberID 1 | 125 2 | 123 3 | 125 I need to write a query
which is guaranteed to NOT insert duplicate values (if and only if new subscriber has NO existing Subscribers), but it
should return the insert values for new subscribers. This is because of a bug in the system so the only solution is to
insert a new row and do a select to return the ID of the newly created subscriber. But what would be the best way to
write this query? Thanks! A: You could use INSERT...SELECT INSERT INTO SubscriberTable (UserID, SubscriberID)
SELECT @curUser, @curSubscriber FROM SubscriberTable WHERE UserID = @curUser @curUser and @curSubscriber
are created in the statement. They are local variables. They can be changed in the statement. Create @curUser and
@curSubscriber with values like SET @curUser = NULL; SET @curSubscriber = 12345; or pass them as parameter
$query = 'INSERT INTO SubscriberTable (UserID,
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Pride Wizard is an easy-to-use application for the generation of protein and peptide PRIDE XML files. It is based on
the original PRIDE XML format for search results and has been developed to handle the iBAQ, TMT, and iTRAQ mass
spectrometry quantitation methods. Pride Wizard supports: - generating XML files from Mascot identifications or
X!Tandem identifications - adding iTRAQ labels to the generated output - converting PRIDE XML files in the new XML
format version - multiple search results - transforming Mascot search results in PRIDE XML format Pride Wizard
Features: Pride Wizard features include: - an easy to use wizard like interface - a high quality report that provides
direct feedback about the quality of the generated XML file - IP,... iTRAQ Scrapbook is a stand-alone utility for iTRAQ
quantitation with the Scantainer. It contains all the functionalities from Simple iTRAQ Scrapbook included in the
Scantainer's package. It consists of three modules: - A stand-alone Processing Module, which enables you to perform
the quantitation for up to 500 samples in a single run - An integrator, which enables the use of user-defined sample
names - A report generator, which enables you to generate an all-in-one report for up to 500 samples iTRAQ
Scrapbook Features: iTRAQ Scrapbook is a stand-alone application, which enables you to perform the iTRAQ
quantitation of up to 500 samples in a single run. The application consists of three modules: - Processing Module,
which enables you to quantitate up to 500 samples - Integrator, which enables you to use user-defined sample
names - Report Generator, which generates an all-in-one report for up to 500 samples iTRAQ Scrapbook is able to
run on the following operating systems: - Mac OS X (10.4 or later) - Linux - Microsoft Windows (Windows NT,
Windows 2000,... iTRAQ Scrapbook is a stand-alone application for iTRAQ quantitation. It consists of four modules: A stand-alone Processing Module, which enables you to quantify up to 500 samples in a single run. - An integrator,
which enables the use of user-defined sample names - b7e8fdf5c8
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Pride Wizard is an easy-to-use application that produces PRIDE XML files from any spectrum-matching search engine
like Mascot or X!Tandem. Pride Wizard Features: • Generate PRIDE XML files from any search engine • Generate
PRIDE XML files from Mascot and X!Tandem searches • Use iTRAQ proprietary labels for monitoring experiments •
Importing the data from Mascot and X!Tandem search results, calculation of iTRAQ labels and iTRAQ ratios •
Importing the data from X!Tandem search results, calculation of iTRAQ labels and iTRAQ ratios • Support of
automated detection of selected mass ranges • Adding iTRAQ proprietary labels in the generated XML output •
Supporting different types of ionization (ESI, ESI/APCI and ESI/MALDI) • Generating a csv file for batch processing •
Importing a list of peptides, performing a selected search and generating xml files • Performing the work with one or
multiple search engines • Adding iTRAQ proprietary labels for accurate quantitation and calculating the ratios •
Adding iTRAQ proprietary labels for monitoring the experiment using the ratio method • Generating xml files from
limited mass range spectra • Generating xml files from full scan and multiplex MS2 spectra (MS2 + MS1) • Generate
xml files from curated ms2spectra • Generating xml files with a custom annotation • Generate xml files with custom
ionization data • Generate xml files with custom search engine • Generate xml files containing protein grouping •
Generate xml files including the protein grouping information • Generate xml files with standardized format •
Generating xml files with specific settings: charge state (intact, reduced, oxidized), potential adducts (off, precursor,
light, heavy) • Generating xml files for standard (S10) and extended (S10.1) settings Pride Wizard Requirements: •
Php • MySQL • Web browser Pride Wizard Homepage: More Software from Biowulf: Pride Wizard Support: Pride
Wizard is licenced under

What's New In?
iTRAQ reagents are used in mass spectrometry experiments to increase the number of protein identifications
obtained from a given sample. iTRAQ does not affect the mass or charge of proteins or peptides, which makes it an
ideal proteome tagging reagent. In this way, the isotope tagging pattern is added to the protein/peptide spectrum
and iTRAQ label is used as a tag to identify the protein/peptide. This allows the user to compare more than one
sample from different experiments on a common basis. Pride Wizard is a utility which uses mass spectrometry data
and Mascot identifications in order to generate PRIDE XML files which contain quantitative data and iTRAQ tags.
Pride Wizard can add iTRAQ labels and quantitative data into the generated output. It comes with an intuitive wizardlike interface that guides you through the whole process of generating the XML file. Pride Wizard is a stand-alone
utility for Microsoft Windows which takes Mascot output in either TraML or Proteins.txt format, and generates a
PRIDE XML file that contains iTRAQ quantitative data and user defined tags with for the original proteins/peptides.
iRT tag are added to only those proteins/peptides which have an associated iTRAQ quantitation value greater than or
equal to one. The xml file can be subsequently uploaded into the PRIDE repository using the dedicated PRIDE web
form. The original Mascot files are not modified. This model is based on the one included in the E2C system, an easy
to use mass spectrometry analysis solution for proteomics research. Features * Support data import from a previous
analysis run if the input data are available * Support data import from a previous analysis run if the input data are
available Pride Wizard Description: iTRAQ reagents are used in mass spectrometry experiments to increase the
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number of protein identifications obtained from a given sample. iTRAQ does not affect the mass or charge of
proteins or peptides, which makes it an ideal proteome tagging reagent. In this way, the isotope tagging pattern is
added to the protein/peptide spectrum and iTRAQ label is used as a tag to identify the protein/peptide. This allows
the user to compare more than one sample from different experiments on a common basis. Pride Wizard is a utility
which uses mass spectrometry
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System Requirements For Pride Wizard:
Minimum: OS: Windows XP SP2/Vista SP2/7 (64-bit) Windows XP SP2/Vista SP2/7 (64-bit) Processor: 2.8 GHz Pentium
4 or 2.4 GHz Athlon XP 2.8 GHz Pentium 4 or 2.4 GHz Athlon XP RAM: 256 MB 256 MB Graphics: Direct3D 9.0
compatible Direct3D 9.0 compatible DirectX: DirectX 9.0c DirectX: DirectX 9.0c Hard
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